Evaluation of the immune response using TCR repertoire analysis in patients with non-
small cell lung cancer treated with a PDC*line cell-based cancer vaccine in combination
or not with an anti-PD-1
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» Similar polyclonal amplifications were observed after treatment in stage IV patients treated with anti-PD1+PDC*|lung01 in

» TCRseq was performed on samples from patients of cohort A1 and B1
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